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KGHFFBE  26.0 247 257 236 1.02 1.07
T, %Wk 182 325 16.8 325 1.02 0.54
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B/ME: BH,AL H,B. H,ATH, 4R 21 & A
Bl DNAXUEE + H 4l A .
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ELFF, BEAT,

LRI T2 R 53

2. %ifk (telonere) :
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WSES RS £ RENE S A S
wam | rom ITRMNEE | 20w o ommms
Wi I K 4% piticr iy o 68
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5
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—., =FhRNA 47T
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HFRNA (tRNA)
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58:  120METF IR s L. J

5.8S: 1604MZ AR 5 et
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5 5 308
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Cleavage by
¢ 5 RNA
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Precursor to Precursor to Precursor to
16S rRNA 23S rRNA 5S rRNA

Secondary cleavage by
¢ endoribonuclease and
trimming by exoribonuclease(s)

168 43 23S 55
rRNA tRNA rRNA rRNA
LRI N Mt f A .
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FRMER | =R | AT =R
R EH —% DNA B | 4 DNA %

514 N EE LIRS
RNA %A iff — F ity =g
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molecule unwinding of DNA
double helix

@ RNA%ERIZEH
® RNAFEMIZIE KOBBER
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«— Two-fold symmetry —
Template s ccc CTAATGA
(DNA) 3 GGG GATTACT
Transcript s CCCAGECCECCUAAUGAGCEGGCUUUUUUUU-0HS
(RNA) ‘A,A~u
u G

Transcript folded to form  Mutations © _ A .
termination hairpin G-¢ Mutations

TTTTTTTGAACAAAA 3
AAAAAACTTGTTTT &

—C-G—

c-6—
G-C
ik P EF §-CCCA- UUUUUUUU —OHF
6 Deletion
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Russell, 1994 Electron micrograph and diagram of a polysome, a number of
ribosomes each translating the same mRNA sequentially.
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